Central areolar choroidal dystrophy (CACD) is a retinal disease which causes progressive profound loss of vision in patients during middle age. The disease is inherited as an autosomal dominant trait and shows genetic heterogeneity. Mutations in the peripherin-RDS gene on chromosome 6 have been reported in affected members of families transmitting the disease. A new locus at chromosome 17pl3 was identified recently by a genome wide linkage search in members of a large Northern Irish family. We now report the refinement of the critical region for this gene to an interval of approximately 5 cM flanked by polymorphic markers D17S1810 and CHLC GATA7BO3. (JCMed Genet 1998;35:770-772) 
Central areolar choroidal dystrophy (CACD) is a rare inherited retinal dystrophy which causes progressive profound loss of vision in patients during their fourth decade. A GATA71B03 D17S1844 D17S1791 The molecular basis of most of the retinal disease genes which have been mapped recently to chromosome 17p remains to be established. Several interesting candidate genes are expressed and have important roles in the retina, but are not yet associated with any retinal phenotypes. Advances in molecular genetics have provided the tools which should allow the genes responsible for these diseases to be found. At present it is unclear whether CACD and the cone rod dystrophies CORD5 and CORD6 are caused by mutations in one or a cluster of genes. Reducing the region of the CACD gene will assist its identification and will also enable the genetic influence of this locus to be assessed in age related macular degeneration and related macular dystrophies. 
